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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 



(i) APPLICANT; 



Ertl, Johann 
Habermann, Pau/ 
Geisen, Karl 
Seipke, Gerhajfd 



(ii) TITLE OF INVENTION: Novel/ Insulin Derivatives Having A 
Rapid Onset of Action 

(iii) NUMBER OF SEQUENCES: 11 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Finneg^n, Henderson, Farrabow, Garrett 

Dunner 

(B) STREET: 1300 I Street, N.W. 

(C) CITY: Washington/ 

(D) STATE: D.C. 

(E) -COUNTRY: USA 

(F) ZIP: 20005-3/11 



(v) COMPUTER READABLE 

(A) MEDIUM TYPE 

(B) COMPUTER: I^M 

(C) OPERATING SY 



ORM: 
Flop, 
PC 



y disk 
'compatible 
P£>l30S/MS-D0S 



(D) SOFTWARE: Patentln Release #1.0, Version #1.30 



(vi) CURRENT APPLICATION DAfTA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION 



US 



(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Leslie McDonell 

(B) REGISTRATION NUMBER: 34,872 

(C) REFERENCE/DOCKET NUMBER: 02481.1597-00000 



(IX) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (202) 408-4000 

(B) TELEFAX: (202) 408-4400 



(2) INFORMATION FOR SEQ ID NO: 1: 



(i) SEQUENCE CHARACTERIETICS : 

(A) LENGTH: 21 amjJno acids 

(B) TYPE: amino adid 

(C) STRANDEDNESS: /single 
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(D) TOPOLOGY: linee 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTIO^ 



SEQ ID NO: 1: 



Gly lie Val Glu Gin Cys 
1 5 

Glu Asn Tyr Cys Asn 
20 

(2) INFORMATION FOR SEQ ID NO 



(i) SEQUENCE CHARACTERISI 

(A) LENGTH: 30 amine 

(B) TYPE: amino acid 

(C) STRANDEDNESS : si 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptidi, 



Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu 
10 15 



*0 

p 

iQ 

w 
p 

I: 

P 

ip 

ip 20 
(@ (2) INFORMATION FOR SEQ ID NO: 



(xi) SEQUENCE DESCRIPTI 

Phe Val Asn Gin His Leu 
1 5 




Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 



(i) SEQUENCE CHARACTERISTItS ; 

(A) LENGTH: 30 amino [acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: sin|gle 

(D) TOPOLOGY: linear 

;ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: 

Phe Val Lys Gin His Leu C^ 
1 5 



Leu Val Cys Gly Glu Arg GJjy 
20 



: 2: 



ly Ser His Leu Val Glu Ala Leu Tyr 
10 15 



25 



30 



3: 



SEQ ID NO: 3: 

s Gly Ser His Leu Val Glu Ala Leu Tyr 
10 15 



Phe Phe Tyr Thr Pro Glu Thr 
25 30 
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(2) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CHARACTERISTltS : 

(A) LENGTH: 30 amino ^cids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: £ 

Phe Val Lys Gin His Leu Cys 
1 5 

Leu Val Cys Gly Glu Arg Gl), 
20 



p (2) INFORMATION FOR SEQ ID NO: J 

(i) SEQUENCE CHARACTERIS 

(A) LENGTH: 30 amirfo a. 

(B) TYPE: amino a/id 

(C) STRANDEDNESS / sine 

(D) TOPOLOGY: linear 



ill 



(ii) MOLECULE TYPE: pe^ide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 



EQ ID NO: 4 : 

Gly Ser His Leu Val Glu Ala Leu Tyr 
10 15 

Phe Phe Tyr Thr lie Lys Thr 
25 30 




Phe Val Lys Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 



Leu Val Cys Gly Glu Arg Gl^ 
20 

INFORMATION FOR SEQ ID NO: ( 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 97 amino ajcids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: singjle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



10 

Phe Phe Tyr lie Pro Lys Thr 
25 30 



15 
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(xi) SEQUENCE DESCRIPTION: SiEQ ID NO: 6 



Met Ala Thr Thr Ser Thr Glyi Asn Ser Ala Arg Phe Val Lys Gin His 
1 5 i 10 15 



Leu Cys Gly Ser His Leu Val 
20 

Arg Gly Phe Phe Tyr Thr Pro 
35 

Gin Val Gly Gin Val Glu Leu 
50 55 

Gin Pro Leu Ala Leu Glu Gly 
65 70 

Gin Cys Cys Thr Ser lie Cys 

85 

Asn 



(2) INFORMATION FOR SEQ ID NO/ 7 



Glu Ala Leu Tyr Leu Val Cys Gly Glu 
25 30 

Glu Thr Arg Arg Glu Ala Glu Asp Pro 
40 45 

Gly Gly Gly Pro Gly Ala Gly Ser Leu 
60 

Ser Leu Gin Lys Arg Gly lie Val Glu 
75 80 

Ser Leu Tyr Gin Leu Glu Asn Tyr Cys 
90 95 



(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 97 amino a^ 

(B) TYPE: amino a6Ad 

(C) STRANDEDNESS: s 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 




(xi) SEQUENCE DESCRIPTION: SE 

Met Ala Thr Thr Ser Thr Gly 
1 5 



2 ID NO: 7 : 

Asn Ser Ala Arg Phe Val Lys Gin His 
10 15 



Leu Cys Gly Ser His Leu Val Clu Ala Leu Tyr Leu Val Cys Gly Glu 



20 



Arg Gly Phe Phe Tyr Thr lie Lys Thr Arg Arg Glu Ala Glu Asp Pro 



35 



50 



55 



65 



70 



25 



30 



0 



45 



Gin Val Gly Gin Val Glu Leu CHy Gly Gly Pro Gly Ala Gly Ser Leu 



60 



Gin Pro Leu Ala Leu Glu Gly Ser Leu Gin Lys Arg Gly lie Val Glu 



75 



80 



Page 4 



Sequs . wpd 



Gin Cys Cys Thr Ser lie Cys 

85 

Asn 



INFORMATION FOR SEQ ID NO: 8 



(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 97 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: singl^ 

(D) TOPOLOGY: linear 

;ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 



Ser Leu Tyr Gin Leu Glu Asn Tyr Cys 
90 95 



Met Ala Thr Thr Ser Thr Gly ^sn Ser Ala Arg Phe Val Lys Gin His 



Leu Cys Gly Ser His Leu Va]/qi 
20 

Arg Gly Phe Phe Tyr lie ^ro l|/ 
35 

Gin Val Gly Gin Val Glu L^iJ G 
50 55 



Gin Pro Leu Ala Leu Glu Gly S 
65 70 

Gin Cys Cys Thr Ser lie Cys S 

85 

Asn 

INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 21 amino aci 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 




10 



15 



u Ala Leu Tyr Leu Val Cys Gly Glu 
25 30 

s Thr Arg Arg Glu Ala Glu Asp Pro 

45 

y Gly Gly^Pro Gly Ala Gly Ser Leu 
60 



r Leu Gin Lys Arg Gly lie Val Glu 

75 80 

r Leu Tyr Gin Leu Glu Asn Tyr Cys 
90 95 



\ 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: /9 : 

Gly lie Val Glu Gin Cys Cys Thr Ser/lle Cys Ser Leu Tyr Gin Leu 
1 5 10 15 

Glu Asn Tyr Cys Asp 
20 

INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ /ID NO: 10: 

Phe Val Lys Gin His Leu Cys/dly Ser His Leu Val Glu Ala Leu Tyr 
1 5 / / 10 15 



Leu Val Cys Gly Glu Arg /Gly 
20 



Phe Phe Tyr Thr lie Lys Thr 
25 30 



INFORMATION FOR SEQ ID NG): it 

(i) SEQUENCE CHARACTERISTlfe 

(A) LENGTH: 97 amino jkcids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: siiigle 

(D) TOPOLOGY: linear/ 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Met Ala Thr Thr Ser Thrf Gly Asn Ser Ala Arg Phe Val Lys Gin His 
1 5/10 15 

Leu Cys Gly Ser His L^u Val Glu Ala Leu Tyr Leu Val Cys Gly Glu 

20 / 25 30 

Arg Gly Phe Phe Tyr Tihr lie Lys Thr Arg Arg Glu Ala Glu Asp Pro 

35 / 40 45 



Gin Val Gly Gin Val Glu Leu Gly Gly Gly Pro Gly Ala Gly Ser Leu 
50 / 55 60 



Page 6 



Sequs . wpd 

; 



/ 



Gin Pro Leu Ala Leu Glu Gly ^er Leu Gin Lys Arg Gly lie Val Glu 
65 70 i ^ 75 80 

Gin Cys Cys Thr Ser lie Cyfe/ Ser Leu Tyr Gin Leu Glu Asn Tyr Cys 

85 / / 90 95 

Asp 
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